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Evaluation of Polyp Segmentation Models
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Results for Kvasir-SEG using model saved_model/kvasir-17:
F1 Score: 0.9380582501367194
Jaccard Score: 0.8833424717104206
Precision: 0.9398199834647902
Recall: 0.9363031093417531
Accuracy: 0.9800811111828512

Model kvasir-17 Metrics on Kvasir-SEG Testing Sets
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Model kvasir-34 Metrics Across Different Datasets
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