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Background

基因分型：判斷基因序列中各個基因的變異情況

PanGenie：基於 k-mer 做基因分型 MaskedPanGenie：改成非連續 k-mer



Motivation
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1. 執行時間較長

2. 怎麼定義非連續 k-mer pattern (Seed)

    Sensitivity : 評價 Seed 對 match 區域的覆蓋度 



Method
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1. 優化系統架構



Method
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2. Fast Spaced Seed Hashing (FSH) algorithm

3. 嘗試不同 Seed 做基因分型



Result

Runtime Compare
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Result

Accuracy Compare
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